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Introduction Methods/Materials Table 4. Results obtained using clinical isolates
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significant impact on sexual and reproductive during the DNA isolation in order to yield better detected EasyScreen

health, with the World Health Organisation (WHO) multiplexed PCR oerformance
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STls are chlamydia, gonorrhoea, syphilis anc _ . LGV 1 1B
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(www.geneticsignatures.com). The assay sensitivity NG 24 77

trichomoniasis. Other pathogens of STl include : _ ) . M. genitalium 10 Not tested
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1) The Ihace™ CocvScreen™  Sexuall extraction and PCR set up was performed on a GS1 '

o . AR ' automated extraction platform (Figure 1, Geneti I. pallidum 2 2
Transmitted/Genital Detection kit is a simple and a.u omated extrattion pid orm igure = e.ne Ic
rapid molecular method that utilises 3base™ Signatures, Sydney, Australia) resulting in a RSV 32 2>
technology to modify the 4 usual DNA bases (A, C, T, significant reduction in hands on time. PCR was HSV-2 19 15
G) into only 3 bases (A, T, G) via a novel, patented performed on a CFX real-time PCR instrument (Bio- Total 762 259

bisulphite conversion step. The conversion process Rad, Caliofornia, USA) with integrated software *confirmed by Reference lab
simplifies the design of multiplex PCR reactions alling.
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Clinical validation . .

Conventional Sequence Tm (° C) advantageous not just for high-throughput
Primer 1: GTACACACCGCCCGTCGCTCCTACE 27 The results from testing 846 clinical STI isolates is bathology laboratories but also in improving

Primer 2: GAAGGAGAAGTCGTAACAAG 56 shown in Table 4. 25.1% of the clinical isolates : : :
. patient diagnosis and management.
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Probe 2: GAAGGGCCGCGAGCCCCCGCGE 87 . : : :
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